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Eb-AL/707U0%

Property lgG IgA IgM gD IgE
H chain class ¥ o n 3 €
= (heavy chain)
R H Chain 1 v2 v3 v4 ol o2 None None None
% Subsclasses
IS H chain MW 59 kDa 50 kDa 60 kDa 50 kDa 55 kDa 55 kDa 75 kDa 62 kDa 70 kDa
# L chain MW * 23 kDa 23 kDa 23 kDa 23 kDa 23 kDa 23 kDa 23 kDa 23 kDa 23 kDa
(light chain k and v)
Total MW 150 kDa 150 kDa 170 kDa 150 kDa 160 kDa 160 kDa 970 kDa 180 kDa 180 kDa
(serum) (serum)
600 kDa 600 kDa
(secretory) (secretory)
Normal Serum 5-9.5 2.2-4.8 0.4-1.0 0.1-0.6 0.4-3 0.1-0.5 0.2-2.8 <1 <1
Concentration (mg/mL
Ext. Coeff. 1.4 1.4 1.4 1.4 1.32 1.32 1.18 1.7 1.53
0.1% @ 280 nm
Complement fixation weak weak strong no no no strong no no
Fc receptor binding strong weak strong weak yes yes yes no yes
Mast cell/basophil no no no no no no no no yes
degranulation
Placental transfer strong weak strong strong no no no no no
*Light chains are present on all immunoglobulin classes. In humans, k chains are found 67% of the time, and X chains are found 33% of the time. For ratios in
other species, see Table Immunoglobulin Light Chain Ratios.
NOUR-AL/707TY20O4% %
Property G IgA IgM IgD IgE
H chain class v o n ) €
H chain subclass 1 y2a v2b v3 None None None None
% of total IgG 46 24 27 2
Light chain Approximately 95% kappa (k) 5% lambda (\)
Molecular weight (kDa) 160 160 160 160 160 (monomer) 900 180 190
350-400
Normal Serum 0.3-5.0 0.1-4.0 0.1-5.0 0.1-0.2 0.01-0.03 0.1-1.6 0.003-0.01 0.0001-0.001
Concentration (mg/mL)
Serum half-life (days) 8-11 3-12 2.6-3.5 4-8 0.5-1 0.5-1 <1 <1
Electrophoretic Mobility Fast Slow Slow Slow
Carbohydrate (%) 2-3 2-3 2-3 2-3 7-11 9-12 12-15 12
Complement fixation - +++ +++ +/- - +++ n.k. n.k.
Ext. Coeff. 1.4 1.4 1.4 1.4 1.35 1.18
0.1% @ 280 nm
Sedimentation Coeff. 6.6 6.6 6.6 6.6 6.7 19 6.5 8
n.k., not known
AL/2007YVEHEDHE
Species % w/\
Human 67/33
Mouse 95/5
Rat 99/1
Rabbit 90/10
Goat 1799
Sheep 1/99
Pig 50/50
Bovine 1/99
Horse 1/99
Chicken N/A
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Figure 1. Basic Inmunoglobulin Structure
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